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Fig. S1 Nuclease stability of the Apt-dimer and its mutants. (A) Schematic representation of sequence of the Apt-dimer and its mutants. The sequence of "sslinker-8" is derived from the 5¢-terminal sequence of 3¢-mono. The stem sequence of "Hairpin" is derived from that of 3¢-mono, while its loop sequence was replaced with (dT)4 sequence. (B) Nuclease stability of the oligonucleotides. Each oligonucleotide (2 μM) was incubated in phosphate-buffered saline containing 50% fetal bovine serum at 37 °C. After incubation, the samples were immediately analysed with denaturing 15% polyacrylamide gel electrophoresis.
Fig. S2 Nuclease stability of FGFR-binding aptamer and its mutants. (A)
A predicted secondary structure of an agonistic FGFR1 aptamer (FGFR1 aptamer dimer, named as "TD0" in the original paper) that was calculated using Mfold.
The monomeric aptamer sequence (FGFR1 aptamer monomer, named as "SL38.2" in the original paper) and poly-T substitution introduced to "FGFR1 stem mutant" are highlighted in purple and green, respectively. (B) Nuclease stability of the oligonucleotides. Each oligonucleotide (2 μM) was incubated in phosphate-buffered saline containing 50% fetal bovine serum at 37 °C. After incubation, the samples were immediately analysed with denaturing 15% polyacrylamide gel electrophoresis. GCC GCG TCT TTA TGG CTG GGG ATG GTG TGG GTT GCG GCG CCG CGT CTT TAT   GGC TGG GGA TGG TGT GGG TTG CGG C   FGFR1 stem   mutant   GCC GCG TCT TTA TGG CTG GGG ATG GTG TGG GTT GCG GCG CCG CGT CTT TAT   GGC TGG GGA TGG TGT GGG TTT TTT T   FGFR1   aptamer   monomer   GCC GCG TCT TTA TGG CTG GGG ATG GTG TGG GTT GCG GC Fw primer AGT CTG ATC GTG TCA CGG AT 
